Historical Context • 1996 -Study of the molecular epidemiology of rabies virus isolated from Latin America (PAHO/CDC/Health Ministry) -Methodology Antigenic Typing of Brazilian Rabies Virus Samples Isolated from Animals and Humans, 1989-2000 • Six antigenic variants previously defined in the monoclonal antibody panel.
• Six different profiles that were not compatible with those in the panel: five in non vampire bats and one in humans and marmoset.
• AgV3-Desmodus rotundus was isolated from most of the C. jacchus • 42% of bats showed titers up to 0.5 IU/ml -62,5% of these bats had titers above 1.07 IU/ml
• The antigenic characterization showed a different profile, not established in the panel • The genetic rabies variant profile identified a monophyletic group indicating that species as the most probable reservoir of this strain. T. brasiliensis • The antigenic profile showed was not pre-established in the monoclonal antibodies panel.
• The Nyctinomops sp. samples segregated alone showing this species as the possible reservoir of that strain.
• The isolation of the virus shows that the virus is nearby and present in the population of bats.
• The existence of rabid bats in urban area represents a risk of rabies infection for humans and domestic animals. • The viruses segregated in an independent branch, indicating this specie as the probable reservoir of this strain in this area.
• The presence of rabies virus in insectivorous bats in urban areas.
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